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Lab of Animal Models for Human Cancer

1. Genetically engineered mouse models of 2. Mouse models for human gastric cancer
pancreatic cancer - ;

3. GEM models of prostate cancer with bone
metastasis
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Control || HK-cre LKBIY* PTENUL |

Control [HK-cre LKBI**
PTEN"*
Liver
GOT 101.0 134.8  nis
Kidney
BUN 25.2 520 mg/dl
Creatinine 0.4 03  mgadl
CBC
Hb 12.2 4.4 g/dl
RBC 784.3 2.5 106/ml
WBC 3997.5 19580.0 .
Het 62.6 229 o,
MCV 77.6 87.4 f
MCH 15.6 18.2 pe
MCHC 21.2 21.6 %
PLT 93.5 1563  106/m]
Blood biochemistry data obtained from control and GC mice
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Precision Medicine

a Precision medicine system b Precision medicine goals
RECI’UII Facilitation of More efficient
E i ! dlsn:mrery science clinical research
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System integration il bl
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Nature Reviews | Cardiology
Nature Reviews Cardiology volume 13, pages 591-602 (2016)



https://www.nature.com/nrcardio

Examples: monoclonal antibocy; mao-conjugsateed anil-

microtubule drugs
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Anti-HER2 Therapies

Pertuzumab
(blocks HER2
dimerization)

HER2

Tyrosine kinase inhibitors
Lapatinib
Neratinib
Pazopanib

Inhibition of TK signaling cascade  §  Internalization, cleavage of Inhibition of TK
or induced immune response (ADCC) emtansine, and cytotoxicity signaling cascade

CYTOPLASM

2019 Sep 26:381(13) 1284-1286.

Emtansine: a microtubule inhibitor The New England Journal of Medicine
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New Study Categorizes Biomedical Careers

Non- Unknown or
organization (4.0%) Undecided (4.9%)
Independe Support Unknown or
self-employed (0.6%) staff (2.5%) _— Undecided (5.5%)

T
tﬂm-tnnurn

Government

agency (14.7%) Professional
staff (36.6%)

Job
Type

Academic ' : rofit T
institution (48.9%) company gy

Science administration/ ical/custom pport
project management (2.7%) echn - ade
Science writin
communications (2.7%) egulatory affairs (2.8%)

marily computationalinformatics (3.3%)
marily teaching (4.5%)

*—Unknown or Undecided (5.4%)

dditional gzatdocln |
training (5.6%) o

Primarily basic
research (30.6%)

Primarily applied
research (23.3%)

Primarily clinical

REST COMBINED (9.3%) research (7%)

NIH Intramural Research Program

rainee (5.8%)

track faculty (5.9%)

ny (26.8%) faculty (30.3%) Management (13.4%)



Salary Comparison By Education 1z ZIPPIA

Average Salary/Year in USA
+13%

69,412 USD

y

61,134 USD

56,209 USD -

Bachelor’s Master’s
Degree Degree
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Functional Genomics and Target Discovery
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Bioinformatics and Molecular Modeling

city

»

Fusion candidates

2 — - eve | e - MUCA4: total 5284 a.a. 1 2 3 4 56
! mn J [
" " T T rs2258447
B 12 24 25 1 rs2291652
KRT6-KRT14 s
KRT14-KRTE ] .
KRTE-KRT 169 1 Apoptotic Cleavage of Innate Immune System
KRT16-KRTE ] i
KETS5 KR4 - , o0 Cellular Proteins
KERT17-KRTG " - 0.00
KRTS-KRT16 W o0 -0.05 -
KERTI1T7T-KRTES o -0.10
KRTS-KRT17 = -0.20 -0.15
DSP-KRTE 8 -g.gg 2
KRTG-DSF o -0.30 0%
SFN-KRTG € .0.40 -0.35
MYHO-KRT14 o} -0.40 ~ —
KRT1-KRT14 € _0.50 045 = —
KRT14-SFN < =—== —
KRTE-KRT10} i . . 2 — — —
= — —
° S ’ p=0001" p=0.001** — = —
Chimeric pair-end read ) ’ — =
12q13.13 17921 -
| I-I.I-Ill HEIEE | N =
25+ — —
E — e
KRTEEB KRET 20- YWHAZ %. = —
165 ————o 274 \“ % 154 o’ . § % g i— —
T —— [o] c £ | — — _—
KRTEB-KRT14 & CASP1  BAKIg, e®e O S5 o = —
grGELI 1 dees . B ST ==————————
- n Y —
COEEAGTROATTFOOTTTEAEGTESGTES = = = H .|F|16 M‘ I O —
g A L cCTrrMeceTéscTeecCcTrT2*sY 000 ¥ /o INOOWY/\NOOVL-- Ny ememe———— - B o D —
1 1 . CARD16 \CASP4 < — — e
¥ ! R ATA TNFSF10 CASP7 > e
A CGGEGAGTOROATT MGOCTTCOGTOOGTOG T T T 1
R R e e e rrr ey 2 1~ LogRatio 1 2 = =
%E i g; E?g%::: E%EE%EEEEE%EE!EEE! E%i <— Mutual exclusivity Co-occurrence —» = —
e e e _ | Ny —— —
QOTTETaOETToa0TaTo0: (ool Se Faac T aa] @ Regulation of endopeptidase activity (5.16e-05) —— —
SR R e Taac T raaT ‘ Activation of cysteine-type endopeptidase activity (5.16e-05) — = = —
@ Endopeptidase activity involved in apoptotic process (1.23e-04) = =
@ Apoptotic signaling pathway (4.84e-04) L === =
Oncog

J Pathol (2019) 248:476-87




K6-K14/V7 K6-K14/V3 KRT6 KRT14

K6-K14/V9

Impacts of keratin fusions on wild type KRT14
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K6G+K14R

				R( r )		R		K1		K2		M1		M2		Pixels		FRET分析

		Sample 1		0.83		0.99		0.42		2.34		0.58		0.49				0.375

		Sample 1(1)		0.81		0.99		0.42		2.33		0.61		0.52				0.790202

		Sample 2		0.88		0.99		0.44		2.28		0.58		0.53				0.055195

		Sample 2(1)		0.91		0.99		2.19		0.45		0.60		0.68				1.759225

		Sample 3		0.90		0.99		0.60		1.65		0.71		0.69				0.288889

		Sample 3(1)		0.91		0.99		0.63		1.58		0.66		0.64

		Sample 4		0.83		0.99		0.37		2.69		0.53		0.40

		Sample 4(1)		0.81		0.99		0.48		2.04		0.45		0.36

		Sample 4(2)		0.87		0.99		0.37		2.62		0.61		0.46

		Sample 4(3)		0.81		0.99		0.50		1.95		0.54		0.44

		Sample 5		0.86		0.99		0.31		3.14		0.81		0.73

		Sample 5(1)		0.91		0.99		0.93		1.06		0.74		0.62

		Sample6		0.86		0.99		0.45		2.17		0.64		0.60

		Sample 6(1)		0.89		0.99		0.45		2.21		0.61		0.55

		Sample 7		0.89		0.99		0.39		2.57		0.65		0.59

		Sample 7(1)		0.85		0.99		0.44		2.22		0.65		0.59

		Sample 7(2)		0.92		0.99		0.38		2.61		0.68		0.60

		Sample 7(3)		0.91		0.99		0.44		2.24		0.66		0.59

		Sample 8		0.80		0.99		0.42		2.34		0.50		0.43

		Sample 8(1)		0.79		0.99		0.43		2.29		0.45		0.39

		Sample 9		0.85		0.99		2.01		0.49		0.54		0.58

		Sample 9(1)		0.84		0.99		0.50		1.96		0.60		0.53

		mean		0.86		0.99		0.62		2.06		0.61		0.55				0.65

		stedv		0.04		0.00		0.50		0.67		0.09		0.10				0.67
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K14G+K14R

		Sample		R( r )		R		K1		K2		M1		M2		Pixels		FRET分析

		1		0.80		0.99		0.65		1.52		0.60		0.61				0.235931

		1(1)		0.77		0.99		1.47		0.66		0.63		0.64				0.40

		2		0.87		0.99		0.46		2.13		0.23		0.23				0.69

		2(1)		0.87		0.99		0.45		2.19		0.20		0.20				2.04

		4		0.84		0.99		0.82		1.18		0.73		0.80				0.17

		5		0.94		0.99		0.91		1.07		0.74		0.82

		5(1)		0.86		0.99		0.97		1.01		0.55		0.66

		8		0.83		0.99		0.98		1.00		0.56		0.65

		8(1)		0.83		0.99		0.98		1.00		0.45		0.56

		9		0.81		0.99		0.45		2.16		0.46		0.41

		9(1)		0.84		0.99		0.46		2.11		0.58		0.54

		10		0.73		0.98		0.67		1.44		0.53		0.62

		11		0.92		0.99		0.97		1.02		0.35		0.45

		11(1)		0.92		0.99		1.00		0.99		0.40		0.31

		12		0.74		0.99		0.67		1.44		0.47		0.47

		13		0.87		0.99		1.12		0.87		0.49		0.61

		13(1)		0.90		0.99		1.14		0.86		0.66		0.76

		14		0.72		0.99		0.44		2.21		0.58		0.52

		14(1)		0.74		0.99		0.54		2.15		0.57		0.51

		15		0.74		0.99		0.70		1.39		0.52		0.47

		15(1)		0.82		0.99		0.86		1.14		0.45		0.48

		16		0.78		0.99		0.74		1.33		0.54		0.58

		16(1)		0.83		0.99		0.74		1.33		0.54		0.59

		17		0.71		0.99		0.71		1.38		0.77		0.79

		17(1)		0.73		0.99		0.76		1.28		0.75		0.79

		17(2)		0.87		0.99		0.76		1.29		0.67		0.73

		17(3)		0.88		0.99		0.82		1.20		0.71		0.76

		17(4)		0.84		0.99		0.76		1.30		0.63		0.69

		17(5)		0.90		0.99		0.83		1.19		0.75		0.80

		mean		0.82		0.99		0.79		1.37		0.56		0.59				0.71

				0.07		0.00		0.24		0.45		0.14		0.17				0.77
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		Sample		R( r )		R		K1		K2		M1		M2		Pixels		FRET

		1																0.061728

		2																1.677249

		3		0.75		0.99		2.73		0.36		0.43		0.47				0.02

		4		0.73		0.99		0.30		3.32		0.45		0.37				1.340909

		5		0.79		0.98		0.20		4.72		0.52		0.54				1.467949

		5(1)		0.77		0.97		4.26		0.22		0.43		0.56				1.33333

		6		0.79		0.98		0.50		1.93		0.59		0.59				0.307692

		6(1)		0.76		0.97		0.50		1.88		0.58		0.57				0.660576

		7		0.72		0.99		0.36		2.70		1.00		1.00				0.541373

		8

		9

		10		0.75		0.99		0.56		1.75		0.25		0.25

		10(1)		0.74		0.99		1.91		0.52		0.28		0.26

		11		0.85		0.95		0.36		2.50		0.82		0.74

		11(1)		0.85		0.95		0.36		2.48		0.71		0.57

		12		0.91		0.99		0.48		2.05		0.46		0.43

		12(1)		0.91		0.99		1.99		0.49		0.27		0.30

		13		0.71		0.97		0.31		3.09		0.71		0.63

		14		0.76		0.99		0.52		1.87		0.33		0.33

		14(1)		0.73		0.99		1.98		0.49		0.26		0.27

		15		0.73		0.98		0.51		1.91		0.54		0.52

		16		0.84		0.98		0.30		3.16		0.77		0.70

		16(1)		0.80		0.97		0.32		2.97		0.71		0.61

		17		0.85		0.99		0.41		2.39		0.67		0.61

		17(1)		0.85		0.99		0.41		2.36		0.73		0.68

		18		0.83		0.99		0.42		2.33		0.55		0.50

		18(1)		0.80		0.98		0.44		2.17		0.52		0.46

		19		0.74		0.99		0.46		2.14		0.28		0.27

		19(1)		0.77		0.99		0.46		2.13		0.28		0.28

		20		0.75		0.95		0.43		2.10		0.66		0.62

		20(1)		0.76		0.95		2.03		0.45		0.64		0.67

		21		0.93		0.99		0.32		3.04		0.76		0.65

		21(1)		0.95		0.99		0.33		2.96		0.84		0.73

		22		0.92		0.99		0.25		3.99		0.83		0.75

		22(1)		0.86		0.99		0.27		3.59		0.78		0.68

		23		0.87		0.99		0.50		1.97		0.52		0.50

		23(1)		0.80		0.99		0.53		1.83		0.66		0.64

		24		0.82		0.97		0.44		2.15		0.59		0.51

		24(1)		0.84		0.96		0.41		2.35		0.59		0.51

		25		0.86		0.99		1.79		0.54		0.74		0.74

		25(1)		0.81		0.99		0.56		1.74		0.79		0.77

		mean		0.81		0.98		0.78		2.13		0.58		0.55				0.82

				0.07		0.01		0.87		1.05		0.20		0.17				0.64





V7R+K14G

		Sample		R( r )		R		K1		K2		M1		M2				FRET分析

		Sample		0.44														1.222055

		1		0.46														0.28125

		2		0.47														3.819444

		3		0.52														0.920966

		4		0.49														0.042735

		5		0.5														1.257122

		5(1)		0.47														0.129358

		6		0.47														0.118713

		6(1)		0.46														0.28125

		7		0.45														0.068798

		8		0.54														0.704615

		9		0.65														0.284804

																		0.339636

																		0.684047

																		0.311468

																		0.940608

				0.4933333333														0.7129293125

				0.057260701														0.920725323





V9G+K14R

				R( r )		R		K1		K2		M1		M2		Pixels		FRET分析

		Sample1																0.64563

		Sample2																0.042649

		Sample2(1)																1.026455

		Sample3																1.442672

		Sample3(1)																1.23333

		Sample4		0.75		0.99		2.73		0.36		0.43		0.47				0.105929

		Sample4(1)		0.94		0.99		0.88		1.12		0.72		0.78				0.064563

		Sample5		0.91		0.99		0.38		2.64		0.63		0.57

		Sample5(1)		0.88		0.99		0.40		2.44		0.61		0.54

		Sample6

		Sample6(1)

		Sample7		0.96		0.99		0.41		2.43		0.86		0.84

		Sample7(1)		0.89		0.99		0.45		2.20		0.68		0.62

		Sample8

		Sample8(1)

		Sample9		0.90		0.99		0.48		2.07		0.54		0.50

		Sample9(1)		0.81		0.99		0.50		1.96		0.41		0.37

		Sample10

		Sample11

		Sample12		0.76		0.99		0.50		2.01		0.59		0.60

		Sample12(1)		0.72		0.99		2.00		0.50		0.60		0.60

		Sample13		0.80		0.99		0.78		1.27		0.52		0.58

		Sample13(1)		0.79		0.99		0.76		1.30		0.43		0.49

		Sample14		0.71		0.99		0.55		1.79		0.69		0.66

		Sample14(1)		0.71		0.99		0.54		1.83		0.67		0.58

		Sample15

		Sample17

		Sample18		0.70		0.99		0.43		2.28		0.44		0.38

		Sample21		0.76		0.99		0.38		2.62		0.56		0.47

		Sample21(1)		0.82		0.99		0.64		0.64		0.60		0.53

		Sample21(2)		0.75		0.99		0.42		2.35		0.47		0.40

		Sample22		0.72		0.99		0.24		4.07		0.59		0.46

		Sample22(1)		0.71		0.99		0.26		3.79		0.57		0.42

		Sample23		0.89		0.99		0.62		1.58		0.49		0.48

		Sample23(1)		0.92		0.99		0.65		1.52		0.47		0.47

		Sample24		0.81		0.99		0.37		2.67		0.55		0.50

		Sample24(1)		0.86		0.99		0.36		2.72		0.57		0.53

		Sample24(2)		0.77		0.99		0.39		2.56		0.43		0.38

		Sample24(3)		0.61		0.99		0.40		2.43		0.49		0.44

		Sample25		0.83		0.99		0.58		1.69		0.54		0.51

		Sample25(1)		0.82		0.98		0.57		1.71		0.56		0.53

		Sample27		0.91		0.99		0.52		1.91		0.96		0.96

		Sample27(1)		0.90		0.99		1.89		0.52		0.95		0.95

		Sample29		0.74		0.99		0.49		2.01		0.53		0.60

		Sample29(1)		0.77		0.99		2.07		0.49		0.60		0.63

		Sample30		0.91		0.99		0.61		1.62		0.59		0.61

		Sample30(1)		0.92		0.99		1.56		0.63		0.60		0.58

		Sample31		0.91		0.99		0.60		1.65		0.52		0.57

		Sample31(1)		0.91		0.99		0.62		1.58		0.53		0.59

		Sample32		0.85		0.99		0.41		2.44		0.69		0.62

		Sample32(1)		0.78		0.99		0.41		2.39		0.62		0.54

		Sample35		0.88		0.99		1.93		0.51		0.69		0.72

		Sample35(1)		0.88		0.99		0.52		1.89		0.66		0.62

		average		0.82		0.99		0.73		1.85		0.59		0.57				0.651604

				0.0842141615		0.0023684627		0.5841697895		0.8495181889		0.1260861631		0.1358796979				0.5941306273





network rate1

				Aggregates		Peripheral network		pan-cytoplasmic network		Perinulear-concentrate network		Total

		K14		0.6		2.5		9.5		12.4		25

		K14		2.40%		10.00%		38.00%		49.60%		100.00%

		K6		0.2		1.4		4.45		6.95		13

		K6		1.54%		10.77%		34.23%		53.46%		100.00%

		K5										0

		K5		0.00%		0.00%		0.00%		0.00%		0.00%

		V3		1.35		3.8		13.85		11		30

		V3		4.50%		12.67%		46.17%		36.67%		100.00%

		V7		7.4		2.3		7.1		3.2		20

		V7		37.00%		11.50%		35.50%		16.00%		100.00%

		V9		0.4		15		14.7		7.9		38

		V9		1.05%		39.47%		38.68%		20.79%		100.00%

						aggre		2.4		1.54		4.5		37		1.05				46.49

						perpheral		10		10.77		12.67		11.5		39.47				84.41

						cyto		38.5		34.23		46.16		35.5		38.69				193.08

						perinuclear		49.1		53.46		36.67		16		20.79				176.02

								100		100		100		100		100





network rate1

		



Aggregates

Peripheral network

pan-cytoplasmic network

Perinulear-concentrate network



network rate2

		





colocolization and FRET

				Perinulear-concentrate network		pan-cytoplasmic network		Peripheral network

		K14		55%		40%		5%

				52%		43%		5%

				62%		38%		10%

				59%		38%		3%

				55%		35%		10%

				50%		38%		12%

				53%		40%		7%

				52%		42%		6%

				50%		40%		10%

				50%		41%		9%

		K6		53%		34%		10%

				50%		35%		12%

				55%		34%		11%

				54%		35%		10%

				56%		30%		13%

				54%		33%		11%

				52%		36%		11%

				51%		34%		12%

				50%		32%		13%

				53%		33%		12%

		V3		40%		53%		7%

				43%		52%		5%

				42%		50%		8%

				43%		48%		9%

				47%		43%		10%

				45%		48%		7%

				44%		49%		7%

				46%		42%		12%

				43%		46%		11%

				41%		50%		9%

		V7		11%		31%		18%

				8%		30%		20%

				10%		30%		15%

				12%		32%		17%

				9%		29%		19%

				9%		30%		15%

				10%		31%		16%

		V9		15%		40%		45%

				22%		38%		40%

				21%		37%		42%

				20%		39%		41%

				19%		37%		44%

				19%		38%		43%

				18%		40%		42%

				16%		42%		42%

				17%		40%		43%

				18%		38%		44%





colocolization and FRET

		



pan-cytoplasmic  network%

K14

K6

V3

V7

V9



				colocolization		STDEV		FRET		STDEV

		K14		0.82		0.07		0.71		0.77

		K6		0.86		0.04		0.65		0.67

		V3		0.81		0.07		0.82		0.64

		V7		0.49		0.06		0.71		0.92

		V9		0.82		0.08		0.65		1.49



Peripheral  network%

K14

K6

V3

V7

V9

Perinulear-concentrate network%

pan-cytoplasmic  network%



		



FRET
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FRET efficiency
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CELLS WITH WILD-TYPE KERATIN

I
I

Cell Proliferation Contact Inhibition ;
desmosome I

formation [

D |

I

low cell density high cell density I

YAP1 Reporter System

CELLS WITH KERATIN FUSIONS

Cell Proliferation
Cell Proliferation

Cell Proliferation

loss of cell-cell
contact

>

loss of cell-cell
contact

>

low cell density

high cell density

high cell density
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KF Effects

Contact inhibition loss,
Uncontrolled cell growth,
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Secreted Extracellular
N Vesicles (EVs)

molecules ) Q

KFs soften cells and
trigger cell protrusion

Modulation of Tumor Microenvironment

1.
2.
3.
4,
5.
. 6.
L 7.
. 8.

cGAS-STING mediated inflammatory cytokines
growth factors, MMPs, cytokines i
membrane-bound receptors, adhesion molecules
signaling effectors / messengers i
nucleic acids (RNAs, DNAs, miRNAs, IncRNAs)
organelles, metabolic enzymes

nutrients, metabolites

Others...

Released molecules

Microphages (TAMs) 'gg'f:elaocré?é Fibroblasts (CAFs)

e M1/M2 polarization e cancer stemness/EMT e Angiogenesis
e TAM activation e migration/invasion e tumor growth
e Ag presentation e drug resistance e ECM remodeling/fibrosis




A, TRERBNEH

Research interest:

My lab aims to decipher the molecular and
cellular mechanism by which epithelial cells

differentiate and migrate in vivo.
» Genetic screens for genes involved in collective migration
» Choreography of group cell movement by signal integration
» Stem cell maintenance & cell fate determination
» Cancer progression (cell outgrowth & metastasis)

Selected publication:

Wu JW et al., Science Advances 2022

Chang YC et al., Cell Reports 2018

Lin CW et al., Nature Communications 2013

Chang YC, et al., PNAS 2013

Jang AC, Chang YC et al., Nature Cell Biology 2009




4 e, e A% 1) A2 3
~ single cell migration | |(Colleictivelcell migration]

e Actin dynamics

Chemotax

» Embryonic development (friedi & Gimour, 2

» Wound repair (Grada et al., 2017)
» Cancer metastasis (ridley et al., 2003)

m Melanoma (Hegerfeldt et al., 2002)
H breast cancer (Cheung et al., 2015; Lintz et al., 201

m colorectal cancer (karagiannis et al., 2014)

» Dictyostelium discoideum
» Fibroblast

H oral cancer (Ganjre et al., 2017; Yamamoto et al., 19
m ovarian cancer (Moffitt et al., 2019)

n prostate Cdncer (Sandilands et al., 2023)
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== Baserment membrane @ Adherens junction = by [ Integrins [ and B3} @ Proteases (MMBPs,

Friedl & Gilmour, Nat Rev Mol Cell Biol, 2009 | — " coucitoan = T pcie remodsiedtion QTS MTGP s

Collective Invasion in Border Cells
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RN A RegUIation Lab RNA Regulation Lab @NSYSU

Aging-associated non-coding RNAs

RNA Regulatory Network
of IncRNA-RBPs in Muscle
Aging

Senescence of Muscle Noncoding RNA-mediated
progenitor Cells regulation in Fatty liver

Organelle (mitochondrial)
IncRNA in Muscle Aging

NAFL MAFLD

Healthy liver

-_— . e I
—_—— e - (R TR T

=» =p HCC

—
‘—
Reversible

Institute of Biomedical Sciences,
NSYSU RNA Regulation Lab @NSYSU




RNA Regulation Lab

™" M ‘M‘ ‘M

20-34 65-79
years old years old years old years old

Mitigate Muscle Aging

RNA Regulatory Organéilé IncRNA- Sen"e.écence of

Network of IncRNA- -associated Muscle
RBPs in myogenesis Aging

Muscle progenitor
Cells

Pl: Jen-Hao Yang Ph.D %1:% RNA Regulation Lab@ NSYSU



RNA Regulation Lab@ NSYSU
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Nature Communications. 2021 Apr 1;12(1):2014.




What we have discovered so far regarding the roles of muscle aging-associated ncRNAs,

* Only 2% of the genes
transcribed encode
MRNAs

* > 200 nucleotides; are
not translated into
functional protein

* Spliced and most have

poly(A)

* Tissue-specific
expression

* Context-specific
expression

* Associated with diseases

such as cancer,

neurodegeneration, and

muscle wasting

...to be continued!

circSamd4 PURA, PURB .. .
: Transcriptional regulation

DS mai——

Promoter region MYH mRNA
v
v

Pandey, Yang et al, NAR 2020

Transcription

HLR ihcrA ) PRNPLg-Tashigery Transcriptional regulation
MEF2C mRNA
Promoter region MYBPC2 mRNA
v
OIP5-AS1 —— e —— Chang, Yang et al, NAR 2022

Yang et al, NAR 2020 .
mMRNA stability

IncRNA

Crosstalk between m6A methylation, RBP binding

miR-7 and miRNA sponge? function?
Y
OIP5-AS1 AAAAAAA
Target directed miRNA degradation IncRNA | REoRE

Yang et al, Nucleic Acids Research, 2022
Mitochondrial mMRNAs metabolism

RNA Regulation Lab@ NSYSU

Regulation of Mitochondrial



Lab members and Fun

Class and Happy Hour Stunning Sunset from the lab Group Discussion & Teatime

RNA Regulation Lab@ NSYSU
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